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ISTE Press Ltd - Elsevier Inc, United Kingdom, 2016. Hardback. Condition: New. UK ed.. Language:
English . Brand New Book. Statistics for Bioinformatics: Methods for Multiple Sequence Alignment
provides an in-depth introduction to the most widely used methods and software in the
bioinformatics field. With the ever increasing flood of sequence information from genome
sequencing projects, multiple sequence alignment has become one of the cornerstones of
bioinformatics. Multiple sequence alignments are crucial for genome annotation, as well as the
subsequent structural, functional, and evolutionary studies of genes and gene products.
Consequently, there has been renewed interest in the development of novel multiple sequence
alignment algorithms and more efficient programs.
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Totally one of the best publication I have got ever go through. It really is packed with knowledge and wisdom I discovered this pdf from my dad and i
recommended this book to discover.
-- Ma disyn K uhlm a n     

The best publication i actually study. I actually have study and so i am confident that i am going to likely to study once more yet again later on. You will not
sense monotony at at any moment of your respective time (that's what catalogs are for relating to if you ask me).
-- Er nest B er g na um      
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